were stained with Sirius Red (Direct Red 80, Sigma Aldrich). For the presence of IgM, immunohistochemistry was performed using an antibody against mouse IgM, µ-chain specific (Sigma-Aldrich). For indicated experimental studies, innominate arteries were isolated and embedded in paraffin as described (Reardon et al., 2003) . All photographed images were quantified using Adobe Photoshop CS5 and analyzed using ImageJ 1.47 software.
Flow cytometry
At time of sacrifice, peritoneal exudates cells (PECs) were collected by lavaging the peritoneum with 10 ml of sterile HBSS + 2% FBS. PECs were pelleted; cells were counted and subsequently processed for flow cytometry.
Spleens and bone marrow were harvested and passed through a cell strainer to obtain a single cell suspension and red blood cells were lysed using a commercial lysis buffer (Morphisto). Total white blood cells were isolated from blood collected in EDTA-tubes via the vena cava. Blood was diluted 1:1 in a solution of PBS containing 2%
Dextran (Sigma-Aldrich) and incubated for 40 min at 37ºC to separate the red blood cells. The supernatant was harvested and used for flow cytometry analysis. 1 × 10 6 cells were used for flow cytometry staining, and 5 × 10 
Clinical chemistry and lipid analyses
At time of sacrifice, blood was collected via the vena cava into EDTA tubes (MiniCollect® 1 ml K 3 EDTA Blood Collection Tube, Greiner Bio-One), centrifuged for 30 min at 1000 rpm, and aliquots of plasma were stored at -80°C for further analyses. Total plasma cholesterol and triglycerides were measured by enzymatic methods using an automated analyzer AU5400 -Chemistry System (Beckman Coulter, Brea, California, USA). Liver lipid levels were measured by enzymatic methods using the CHOD-PAP assay (Roche Diagnostics, Basel, Switzerland) for cholesterol and a triglyceride determination kit (Sigma-Aldrich). Non-esterified fatty acids (NEFA) in the liver were determined using the NEFA-C kit (ACS-ACOD method; Wako Chemicals, Neuss, Germany). All measurements were done according to the manufacturer's protocols using a Benchmark 550 Micro-plate Reader (Bio-Rad, Hercules, CA). Protein content was measured with the bicinchoninic acid (BCA) method (Pierce, Rockford, IL)
according to manufacturer's protocol. Data are expressed as µg lipid per µg protein.
ALT levels were measured in plasma (30 µl, 1:3 diluted in physiological NaCl) of each individual mouse by use of the Reflotron system in combination with the strips for alanine aminotransferase (Roche Diagnostics, Almere, The Netherlands) according to the manufacturer's instructions.
Gene expression analysis
Liver. Total RNA was isolated from mouse liver tissue and was reversely transcribed using the iScript cDNA synthesis kit (Bio-Rad, Hercules, USA). Quantitative real-time PCR was performed using SensiMix™ SYBR green with ROX dye (Bioline, Randolph, USA) on an ABI7900HT instrument (Applied Biosystems). The relative expression level of target genes was determined with the LinRegPCR software (http://www.hfrc.nl, (Ruijter et al., 2009) , and obtained values were normalized to the housekeeping gene ribosomal protein S12 (Rps12). Values are expressed as the relative expression compared to the control group.
Primer sequences:
Cxcl2-forward: 5'-AGTGAACTGCGCTGTCAATGC-3'; Cxcl2-reverse: 5'-AGGCAAACTTTTTGACCGCC-3';
TNF-α-forward: 5'-CATCTTCTCAAAATTCGAGTGACAA-3';
TNF-α-reverse: 5'-TGGGAGTAGACAAGGTACAACCC-3'; Cxcl1-forward: 5'-TGCACCCAAACCGAAGTCAT-3';
